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Career Profile

Senior computer programmer with experience in highly complex commercial, research, and academic environments.  Recognized for making valuable, original contributions.  Deeply familiar with all aspects of the software development cycle.  Able to translate  scientific, process, and business needs into technical solutions that foster collaboration, research, and communication through software tools, websites, and databases.   Adept at leading and collaborating on teams, as well as large scale solo projects.  Specific technical areas include:

· 10 years Bioinformatics, Genomics, Pharmaceutical research.

· Custom visualizations, Graphical User Interfaces.

· Perl, C, C++, PHP, Java, Tcl/Tk, HTML, SQL, assembler.
· Website, database, and software design and development.
· UNIX and Windows
· X Window System.

· Cray vector and MPP hardware.

Professional Experience

National Marrow Donor Program, Minneapolis, MN


           2009  – present
Bioinformatics Programmer
· Developed JAVA software to interpret sequence based typings (SBT) sent by typing labs.
· Enhanced registry modeling software, which models the NDMP Bone Marrow donor registry to predict patient match rates based on several factors, including HLA genetics and registry growth.  Improved performance by a factor of 10, and enhanced search to arbitrary number of loci.  Match rate projections are used to target recruitment of donors.
· Wrote papers describing the math behind match rate projections.
· Create custom visualization for KIR (Killer-cell Immunoglobulin-like Receptors) linkage disequilibium maps.
Quantum, Mendota Heights, MN                                                                     2007 – 2008
Senior Software Engineer
· Provide third level support for file systems and back up software.
· Organize training program for all Minnesota employees.

3M Pharmaceutical Division, St. Paul, MN




 2003 – 2007 

Senior Computer Scientist 

· Developed two internal websites for scientists to upload experiment data directly from Excel files to databases, perform basic statistical calculations, and later search that data. This reduced analysis time from two weeks manual to two minutes automated. 

· Developed custom visualizations - quality control, heatmaps, edge effects, dose response graphs. 

· Implemented a compound request queue for scientists to manage compounds as they moved through the drug discovery pipeline. 

· Proposed and implemented a project to analyze and visualize edge effects on 384 well plates, which helped the High Throughput Screening group to improve their process.

· Developed internal website to search an Excel file containing a log of thousands of experiments.

· Developed internal website to catalogue and search 3M proprietary MS Word documents.

· Clickstream analysis and mining web log of 3M Library Services web site using data mining software Weka.

University of Minnesota Computational Genomics and Bioinformatics, 
1999 – 2003 
Senior Computer Scientist

· Ported industry standard software packages to CCGB -  Ensembl Genome Browser and  Stanford Microarray Database (SMD) .

· Developed MGView, in collaboration with the Advanced Genetic Analysis Center. MGView maps an incomplete microbial genome against a completed (related) genome. The resulting PDF maps and tables are used to reduce the time to close the gaps in the incomplete genome. A paper on MGView was published in Nucleic Acids Research.

· Created bioDATA web site, serving over 4,000,000 web pages dynamically created by perl CGI scripts which display DNA sequence data, contigs, analysis, graphs, and more from 36 different DNA sequencing projects.  A paper on bioDATA.

· Developed PANAL a web based tool for protein analysis in Tcl/Tk and Java. PANAL allows the user to simultaneously search a protein sequence for motifs from several databases, and to view the result as an intuitive graphical summary. A paper on PANAL was published in Bioinformatics Journal.
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· Improved  vector filter software (C++) making it easier to use by the biologists who do DNA sequence processing.

· Develop visual DNA sequence editor in Tcl/Tk and bioTk, used to view and editing sequences by hand.

· Take classes - Cell Biology, Genetics, Plant Genomics, Fundamentals of Management.

· Represented the Academic Health Center on the Council of Academic Professionals and Administrators (CAPA). CAPA is part of the government structure of the University, it advises and consults with the University President and central administration on the development and implementation of policies and procedures for P & A employees.

Cray Research Inc., Eagan, MN                                                                 1984 – 1998 

Senior Programmer II

· Generated $3 million in revenue from Cray Visualization Toolkit (CVT) by continuously evaluating products, planning contents of CVT releases, porting,  developing, and packaging software resulting in a profitable product.

· Ported multiple releases of X Windows, Motif, Tk/Tcl, OpenGL (components of CVT) to Cray hardware

· Developed demo and test programs for X Windows which showcased company product capabilities by providing graphical demonstration of Cray hardware and multitasking.

· Represented Cray to the X Consortium and the Open Software Foundation to communicate requirements and changes to reduce portability problems in future releases of X Windows and Motif.

· Pioneered asynchronous binary releases for Cray reducing installation time and increasing marketplace competitiveness.

· Enhanced and supported Cray Software Workstation (SWS) written in C and C++.  Designed and implemented new features including support to boot the latest generation of Cray hardware (SV1).

· Developed, tested, and packaged UNIX device driver for Cray low speed channel which never received a bug report during its product life.

· Packaged and documented Cray UNIX station.

· Improved UNIX station performance by factor of 10 and reduced CPU utilization by factor 8 through development of features and enhancements.

NCR Comten, Roseville, MN                                                                       1978 – 1984 
Chief Programmer 

· Software architecture and design.

· Technical lead of 18 person software development project.

· Developed IBM compatible communications software Network Control Program (NCP) in C and UNIX.

· Supported NCP in assembly language.

· Supported communications software for IBM channel, BSC, and SDLC protocols, all in assembly language.

Education

Brown Institute, Programming Certificate.

University of Minnesota,: Bachelor of Arts, Mathematics.
